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ZFIN Gene Expression (FX) Curation - overview:

shh   m134Mat/MZb16;AB/WIK   morpholino   ISH

An Expression record is created by selecting a Figure, Experiment, and
Developmental Stage range.

The Experiment  list must contain only those defined experiments
where an Expressed Gene has been specified.

After defining all Experiments, the curator can go to
either a Gene Expression or Phenotype annotation panel.

Fig.4     shh     m134Mat/MZb16;AB/WIK     morpholino     ISH     26+somites to Prim-5

The curator associates Anatomical Structures with Expression records,
selecting from a list of AO terms that have been compiled specifically
for this publication:



Entity: Attribute:Stage: Context:
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Phenotype Annotation:
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Entity: Attribute:Stage: Context:
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From the Experiment list, I select:
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shh   m134Mat/MZb16;AB/WIK   morpholino   ISH

expression pattern

Example 1

Example 2

from context ontology

from context ontology

Because an Expressed Gene is specified in this Experiment, it is assumed
that an alteration in its expression pattern is being described, thus the
Entity is pre-filled with “expression pattern” and can not be modified:

(no Expressed Gene is specified in this Expreriment)

Select from a list of all previously defined Experiments.

(To reduce clutter below, we have omitted a Qualifier column,
  a second Stage column, and any additional Entities and Measurements)


